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http://www.ncbi.nlm.nih.gov/projects/SNP/snp_ref.cgi?rs=12427078

€/Ensembl

http://www.ensembl.org

M.x. Nowa yovidia evromnidovtal o€ pia kplowun mepoxn (m.x. D10S597-D10S554)
MAnpodopiec yia €va yovidlo (r.x. BRCA2)



11 Years Ago

The draft
human genome

OUR GENOME UNVEILED

Unless the human genome contains
a lot of genes that are opaque to our
computers, it is clear that we do not
gain our undoubted complexity
over worms and plants by using
many more genes. Understanding
what does give us our complexity —
our enormaois behavioural
repertoire, ability to produce
conscious action, remarkable
physical coordination {shared with
other vertebrates), precisely tuned
alterations in response to external
variations of the environment,
learning, memory ... need [ go

on? — remains a challenge for the
future.

Diavid Baltimore

From Nature 15 February 2001



The Encyclopedia of DNA Elements



2KOTLOG: O XOLPOKTNPLOMOC OAWV TWV AELTOUPYLKWV CTOLXELWV
TOU YyovISLwpatog Tou avlpwmnou

FrPfLill Ol e Rl l AP L NS LR el I.II.EII. L LSE TR D VR P D DLSFLN DS Ll Yead LY FL I.E-

ENCODE was designed to pick up where the Human Genome

Project left off. Although that massive effort revealed the blue-
print of human biology, it quickly became clear that the instruc-

scape. Many biologists suspected that the information respon-
sible for the wondrous complexity of humans lay somewhere in
the ‘deserts’ between the genes. ENCODE, which started in 2003,
1s a massive data-collection effort designed to populate this ter-
rain. The aim is to catalogue the functional’ DNA sequences that
lurk there, learn when and in which cells they are active and trace
their effects on how the genome 1s packaged, regulated and read.



YemtepPploc 2012: 30 SnNUOOLEVOELG LE TA ATTIOTEAECHATA TOU TIpoypPAppaToC (eAeVBepa
npooBaoilua)

Tautomnoinon AsttoupyLlkwyv otolxeiwv oto 80% Tou YoVISLWUATOC TOU avOpwItou

NEWS
“The results
imply that
sequencing
studies
i focusing on

protein-coding
sequences risk
missing crucial
parts of the
genome.”



32 INSTITUTES BY THE NUMBEHS
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The ENCODE project involved hundreds
of people from around the world, and a 442 Natu re.co m/enCOde
lot of editing, disk space and phone calls.
CONSORTIUM MEMBERS
ENCODE Wiki
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TOTAL COST OF TELECONFERENCING = £49,310.54




