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MOPIOKNAG YEVETIKAG O€

* H karavénon tng eu@aviong Tng
HOpIOKAG OIKoAoyiag BpiokeTal péoa
o710 £§eAIKTIKO TTAaigio Tng BioAoyiag.
H popiakn oikoAoyia gival pi{wuévn
OTN CUCTNUATIKA, SNAadn oTnv

mpoBARuATH OIKOAOYiag MPOoCTTAdela SiaxwpeIiouoU Kal

Tagivounong TnG TTOAUTTAOKOTNTOG

-Moia TTpoBARpaTa PTTOpPE Va OTNn PUON Kol TWV EEEAIKTIKWV
QVTIHETWTTIOEI; S1081KACIWYV TTOU THV UTTOOTNPI{OUV.

Mopiakoi deikTeg

. A 4 i Mopiakoi SeikTeg TTOU
* ‘Exouv 1n duvaroéTnta va amravrouv o€ : xpnailioToloGyTal

EPWTNOEIG TTOU SUCKOAQ e o Mopiaxs

- , , OikoAoyia
avTIMETWTTI{OVTaI M€ GAAOUG TPOTTOUG.

» MiropoUv va TToGOoTIKOTTOINOoUV HE
HeyaAUTepn akpifela =>

» Mapéxouv kKaAUTepa Sedopéva yia
TOCOTIKEG AVAAUCEIG.

Opéonua Tng Mopiakng
OikoAoyiag

Ta TpwTta Xpovia
HAexTpo@opnon aAoeviipwy + Allozyme analysis and protein
RFLPs polymorphism
Minisatellite DNA fingerprinting * Protein profiling
PCR « Immunological methods
PCR-based molecular markers
DNA sequencing

Protein-based methods
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Allozyme analysis and protein polymorphism
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DNA-based methods

DNA-DNA hybridization
Restriction analyses
PCR based analyses

— Multilocus minisatellite DNA fingerprinting
— Microsatellite analysis

DNA sequencing
Single strand conformation polymorphism
DNA microarrays
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Box 3.3, Luamples of Conserved Primer Sequemces Within
Vaskous Mbtochondrial Genes That Have Froved Usebul for FCR
a.,-unu

e gpivem i e 5 b 3 rection: Y indbestes either & cyamine (C) or
w-l- R either an wdersine (A] 00 geanine (G aned W indicaten 3n A or T

arnplify DA from ofber asisuls a5 well.
Primer Saquence Reterence

L1936 TCAAAGUTTACACAGTCTTG.  Kocker ot o, 19909
TARACE

IS CCTOAAGTAGOANCCAGATD  Meyer ot i 1990
LIBSIE CATCTOGTTCTITCTTCAGOG-  Meyer, 199
oAt

GTGGGGTATETAATCCCAGTT  Mayer, 1991
TCAAACTOGOATT- Kocher ot al., 1999
AGATACCOCACTAT
TOACTOCAGAGOGTOAS:  Kocher ot o, 1999
GHCOGTATGT

ACAATCACAANGAYATYOD  Norsurk ot ol 1991
ATAMANTOTTOWGGGAARAL  Kosmark o1 ol 1991

7 COCRACTTTOACTOOTACT  Meyer, 190
ADOCCCACATACCTAGGTA:  Meyer. 1991

ToeT
COOOTICCTICAGOCAAT.  Meyer, 191
AAATG

CACCAMICACACTCATACTA.  Meyer, 199
car

MR AAAGTTCCTOTGOTOTG- Meyer. 1993
COOG0G

LI&MI AAAAAGCTTOCATOCAA. Kaxcher e a1, 1989
CATCTCAGEATGATGAAN
LISI3 GCYAAYGOCOCATOCT- Sy, 1993

T
HISIE AAACTOCAGOCCCTCAGAA.  Kocher ot o, 1909
JCATATTIGTCCTCA




MartBi61ToUAOG - AldAeEn 1

EcoRI

B D CE Interpretation
of mtDNA
""""""'.!_._____ digestion
e | Z profiles
; -
. saBReee
PRS- 'I.“
A«—B«—C
D E

Box 3.2, Presence (+) Versus Absence (0) Restriction Site Matrix,
This example Iinvolves 96 resiriction sites representing 20
different mtDNA haplotypes (a—t) observed among 107
sharp-talled sparrows, Ammodramus caudacutus (data from
Rising and Avise, 1993).
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